In the crystal structure of the title compound (systematic name: triethylammonium 2,5-dichloro-4-hydroxy-3,6-dioxocyclohexa-1,4-dien-1-olate), C 6 H 16 N + ÁC 6 HCl 2 O 4 À , two hydrogen chloranilate anions are connected by a pair of bifurcated O-HÁ Á ÁO hydrogen bonds into a dimeric unit. The triethylammonium cations are linked on both sides of the dimer via bifurcated N-HÁ Á ÁO hydrogen bonds into a centrosymmetric 2:2 aggregate. The 2:2 aggregates are further linked by intermolecular C-HÁ Á ÁO hydrogen bonds.
Related literature
For related structures, see, for example: Gotoh et al. (2008 Gotoh et al. ( , 2009 ; Gotoh & Ishida (2009); Yang (2007) . For details of the double system of chloranilic acid, see: Andersen (1967) ; Benchekroun & Savariault (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Spek, 2009 ).
In the crystal structure of the title compound, an acid-base interaction involving proton transfer is observed between chloranilic acid and triethylamine, and two hydrogen chloranilate anions and two triethylammnoium cations are linked by bifurcated O-H···O and N-H···O hydrogen bonds (Table 1) to afford a centrosymmetric 2:2 aggregate (Fig. 1) . The anion shows a characteristic structure of the double π system (Andersen, 1967; Benchekroun & Savariault, 1995) with two long C1-C6 [1.5442 (13) (11) and 1.2510 (11) Å, respectively] in one π system are almost same and comparable to the O-C bonds in the dianion of bis(hexamethylenetetraminium) chloranilate tetrahydrate (Yang, 2007) . On the other hand, the O1-C1 and O2-C3 bonds [1.2199 (12) and 1.3324 (11) Å, respectively] in the other π system correspond to double and single bonds, respectively. The 2:2 aggregates are further linked by intermolecular C-H···O hydrogen bonds, forming a three-dimensional network (Fig. 2 ).
Single crystals were obtained by slow evaporation from an acetonitrile solution (25 ml) of chloranilic acid (97 mg) and triethylamine (42 mg) at room temperature.
Refinement
C-bound H atoms were positioned geometrically (C-H = 0.98 or 0.99 Å) and refined as riding, allowing for free rotation of the methyl group. U iso (H) values were set at 1.2U eq (C) or 1.5U eq (methyl C). The O-and N-bound H atoms were found in a difference Fourier map and refined isotropically. The refined O-H and N-H distances are 0.765 (19) and 0.847 (18) Å, respectively. Symmetry codes: (i) −x+1, −y+2, −z; (ii) −x, −y+1, −z; (iii) −x+1, −y+1, −z+1.
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